SUPPLEMENTAL MATERIALS
[image: ] Supplemental Figure 1. Open and confined environments have different microbiome diversity. Unweighted UniFrac analysis of (A) abiotic (p = 0.001, q = 0.001) and (B) biotic (p = 0.001, q = 0.001) surfaces in the confined (red) and open (blue) environments were conducted. Box plots and error bars represent mean ± SEM. Statistical analysis was performed via the permutational multivariate analysis of variance (PERMANOVA). Principal coordinates analysis (PCoA) plot of beta diversity (Unweighted Unifrac) distances across the hiseas and dorms datasets for (C) abiotic and (D) biotic surfaces. 
[image: ]
Supplemental Figure 2. Pseudomonas sp. and Cutibacterium sp. are more abundant in confined environments relative to open environments, while Streptococcus sp. are more abundant in open environments relative to confined environments. Relative abundance analysis was conducted using the RandomForest/Microeco pipeline for both (A) abiotic and (B) biotic surfaces in the confined (red) and open (blue) environment. Statistical analysis via the Wald Chi-Squared Test. *** p < 0.005.
image1.png
distance to confined
‘ -

° o o s 2
=1 @ ~ =} [}
=) o =) o o
aouelsip

[ =

(]

Q

M Al!_r ............... TEQS o)

-

Q

o

c

]

- ol | |------ (o)

£ o -

©
=3 =3 o =3 =3
S @ ~ © ]
o =) S o =)

distance to confined B

0.60 -
0.50 o

o 2 o
=] Rm ~
o o o
aoueysip
c
(7]
o
) Qg_ .........
o
-
]
Q
g
..m i_l— ............ T)..Ir o
T
r T T T
[=3 (=3 o
® ] S
o o o

A aoue)sip

0.60 -
0.50 -

0.40

(%€Ev1L°8) T Sixy

O

Axis 1 (23.23 %)

Axis 1 (13.25%)




image2.png
Dermacoccus xxx — B Streptococcus **x R e,
mefylobacterium .. ¥ Ralstonia s [< =
Streptococcus xxx m Haemophilus *x* ' .y
Ralstonia xxx | F Veillonella = ',
Deinococcus »*xx ' Y Alloprevotella *+* ! B
Delftia *xx .-' Cutibacterium *xx -
Anaerococcus x| B Finegoldia **x ' H
Fusobacterium -, Meﬁ%ﬁﬁgﬁéﬁlzﬂm wxxe HH .
Veillonella ' L Fusobacterium *xx ' A
Gardnerella ,,_" Delftia *** .-"
Psychrobacter »xx ! b Peptoniphilus *** L W
Granulicatella *xx ,.' Prevotella *+* i &y
Cutibacterium xxx ,-' Dermacoccus *** -
Haemophilus »xx ! H Neisseria *x* | =
Altererythrobacter »xx ,-' Lawsonella **x i =
Finegoldia =+ ', [ confined Actinomyces | - I confined
Alloprevotella ' 1 open Capnocytophaga *+** '. open
Pseudomonas s+« [ E—mSms=—— Lactococcus *++ -,
i

Lactococcus #+x m Leptotrichia *x* 'y
0.000 0.025 0.050 0.075 0.100 0.000 0.025 0.050 0.075 0.100 0.125

Relative Abundance Relative Abundance





