
[image: ]SUPPLEMENTARY FIG. 1. 
Alpha-diversity comparisons of gut microbial composition between the 8 bush camps of interest. Assessments of phylogenetic richness using Faith’s Phylogenetic Diversity reveal no significant differences between bush camps, with the exception of the Onowas bush camp (p-adjusted=0.003; Kruskal-Wallis pairwise). Whiskers represent minimum and maximum values of alpha-diversity values. Outliers are denoted as dots. 
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SUPPLEMENTARY FIG. 2. 
Sex differences in gut microbiome composition. (A) Weighted UniFrac PCoA of fecal microbiota from males and females post-puberty reveal no clear patterns of separation by sex. (B) Weighted UniFrac PCoA applied to gut microbial composition by bush camp in females post-puberty and (C) males post-puberty. 
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SUPPLEMENTARY FIG. 3.
Age differences in gut microbiome composition. (A) Weighted UniFrac PCoA of fecal microbiota from individuals in the adult (>46 years) and stable (31-46 months) age category of microbiome development. (B) Weighted UniFrac PCoA of fecal microbiota from individuals in the developmental (3-14 months) and transitional (15-30 months) age categories of microbiome development. 
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SUPPLEMENTARY TABLE 1. 
The 8 Hadza Bush Camps of Interest. A summary of the obtained geographical coordinates and settlement elevations for each Hadza bush camp included in the study. Median Weighted UniFrac distance and relative geographical distance were measured against Hukamako as the reference bush camp. 
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SUPPLEMENTARY TABLE 2. 
Summary of pairwise PERMANOVA results for weighted UniFrac distances between the 8 bush camps of interest. Hsighlighted rows indicate significance (p-adjusted > 0.05).
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Bush Relative Median Weighted GPS Coordinates Elevation
Camp Geographical UniFrac Distance (m)
Distance (km)
Hukamako 0.00 0.30906534418751513 -3.85789° 34.98100°
Sengeli 7.24 0.3417354847812647 -3.82535° 35.03743°
Kipamba 16.30 0.4992117145007944 -3.97251° 34.88329°
Gideru 18.10 0.3252289697673649 -3.84431° 35.15498°
Onowas 27.80 0.4985277421663219 -3.74168° 35.20622°
Dedauko 29.10 0.31907170982239197 -3.74944° 35.22121° 1371
Mwamudu 52.20 0.3657525307188961 -3.47423° 35.34930° 1039
Makao 55.40 0.41719096496800046 -3.51634° 34.61691° 1363
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